
Multiple protein sequence alignment with ClustalW

Multiple sites: pir.georgetown.edu
www.genome.ad.jp

Personal computer: download ClustalW





Selecting the right protein-scoring matrix
http://www.ncbi.nlm.nih.gov/pubmed/18792939



Gap penalty

http://en.wikipedia.org/wiki/Gap_penalty



Using nucleotide sequence databases

Gene-centric databases
Genome-centric resources

Prokaryotic 
Eukaryotic

NCBI: www.ncbi.nlm.nih.gov

Ensembl: www.ensembl.org

TIGR: www.tigr.org
http://cmr.jcvi.org/tigr-scripts/CMR/CmrHomePage.cgi

Microbial genome: http://mbgd.genome.ad.jp/







Assignment

Confirm your sequences through multiple alignment

Human sequence
chromosome
gene structure

Microbial sequence
neighboring sequences


