
Protein 3D structure prediction

SWISS-MODEL: http://swissmodel.expasy.org/

Find 3D template
BlastP: using pdb database
Jpred (http://www.compbio.dundee.ac.uk/www-
jpred/index.html)







Structural alignment

ESPript: http://espript.ibcp.fr/ESPript/ESPript/

Execute ESPript: http://espript.ibcp.fr/ESPript/cgi-bin/ESPript.cgi

Upload aligned file (clustal format): 
template structure sequence
model structure sequence

Upload secondary structure
template structure

Click submit

To include model structure go to advanced



Assignment

Homology modelling with the most homologous bacterial protein

Structural alignment with ESPript

Evaluate similarity in 3D structure & secondary structure
run rasmol to show 3D pictures


