
Multiple protein sequence alignment with ClustalW

Multiple sites: pir.georgetown.edu
www.genome.ad.jp

Personal computer: download ClustalW



Gap penalty
http://en.wikipedia.org/wiki/Gap_penalty



Selecting the right protein-scoring matrix
http://www.ncbi.nlm.nih.gov/pubmed/18792939



Assignment

Confirm your sequences through multiple alignment
Using ClustalW with different matrix (BLOSUM, PAM, GONNET)
Perform Genedoc
Copy and paste for ppt slide


